Pathogenic agents, such as polydnaviruses, may provide a tool to investigate their role in nonmodel systems. The virus family Polydnaviridae is unique in that its members, the ichnoviruses and bracoviruses, are obligately associated with parasitoid wasps [4] . Virions are delivered to host caterpillars during parasitization where virus-encoded transcripts and proteins are produced in the absence of virus replication [4] . In the case of ichnoviruses, virusencoded proteins almost invariably suppress the immune system of the caterpillar, and thus are essential for successful parasitization (reviewed in [5] Table S1 in Supplemental data published with this paper online). These virus innexins, termed vinnexins, encode 22 of 39 invariant residues found in insect innexins ( Figure S1 ), but form a well supported virus-specific clade in gene trees ( Figure S2 ).
Two CsIV vinnexins, cs-Vnxd and cs-Vnxg, were expressed in paired Xenopus laevis oocytes and assayed for their ability to form functional gap junctions. Cell pairs in which both cells expressed either cs-Vnxd or csVnxg electrically coupled (Figure 1) . Average junctional conductance for these homotypic channels was 1.87 µ µS for cs-Vnxd (n = 15) and 3.62 µ µS for cs-Vnxg (n = 32) following expression of 0.5-1.0 ng RNA, which is within the range previously observed for Drosophila innexins. Heterotypic channels also formed between cell pairs in which one cell expressed cs-Vnxd and the other cs-Vnxg (data not shown). Vinnexin channels were not voltage dependent; junctional current (Ij) was linear at all transjunctional voltage steps (Vj, Figure 1A-C) .
The vinnexins are transcribed in several tissues of the infected 
